Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.033; wR factor = 0.081; data-to-parameter ratio = 10.7.
In the title compound, C 10 H 9 NO 3 , the dihedral angle between the benzofuran ring system (r.m.s. deviation for the non-H atoms = 0.009 Å ) and the -C-C(O)-N-segment is 83.76 (1) . In the crystal, molecules are linked by N-HÁ Á ÁO and O-HÁ Á ÁO hydrogen bonds, generating (001) sheets, which feature C(4) and C(10) chains.
Related literature
For a related structure and background to benzofurans, see: Arunakumar et al. (2014) .
Experimental
Crystal data C 10 H 9 NO 3 M r = 191.18 Orthorhombic, P2 1 2 1 2 1 a = 5.0939 (3) Å b = 9.3629 (5) Å c = 18.7422 (10) Å V = 893.88 (9) Å 3 Z = 4
Cu K radiation = 0.89 mm À1 T = 293 K 0.36 Â 0.29 Â 0.24 mm
Data collection
Bruker APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2009) T min = 0.770, T max = 0.808 8714 measured reflections 1459 independent reflections 1446 reflections with I > 2(I) R int = 0.036 Refinement R[F 2 > 2(F 2 )] = 0.033 wR(F 2 ) = 0.081 S = 1.14 1459 reflections 136 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.15 e Å À3 Á min = À0.28 e Å À3 Absolute structure: Flack (1983 Flack ( ), 1927 Friedel pairs Absolute structure parameter:
À0.2 (2) Table 1 Hydrogen-bond geometry (Å , ).
Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT-Plus (Bruker, 2009); data reduction: SAINT-Plus and XPREP (Bruker, 2009); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: Mercury (Macrae et al., 2008) ; software used to prepare material for publication: SHELXL97. supplementary materials Acta Cryst. (2014) . E70, o87 [doi:10.1107/S1600536813033436] 2-(6-Hydroxy-1-benzofuran-3-yl)acetamide D. B. Arunakumar, G. Krishnaswamy, S. Sreenivasa, K. J. Pampa, N. K. Lokanath and P. A.
Suchetan

Comment
As part of our ongoing structural studies of functionalsied benzofuran ring systems at the C-2 position (Arunakumar et al., 2014) , we now describe the structure of the title compound, (I).
In the title compound, C 10 H 9 NO 3 , the benzofuran ring is almost planar ((r.m.s. deviation for the non-H atoms = 0.009 Å) ( Fig. 1 ). The dihedral angle between the the two planes defined by the benzofuran ring and the -C-C(O)-N-segment is 96.24 (1)°. Compared to this, the dihedral angle between the benzofuran ring and the -C-C-N-O segment in the related structure (Arunakumar et al., 2014) is 2.85 (1)°. In the crystal structure, the molecules are linked to one another through strong N1-H1N···O3 and N1-H2N···O1 hydrogen bonds generating C(4) and C(10) chains (Fig. 2) . The molecules are further connected into C(10) chains through strong O3-HO3···O1 hydrogen bonds forming helical structure ( Fig. 3 ). Linking of molecules in zig zag pattern through N1-H1N···O3 H-bonds is shown in Fig. 4 .
Experimental
(6-Hydroxy-1-benzofuran-3-yl)acetic acid (0.015 mmol) was taken in a round bottom flask containing N,N-dimethyl formamide (15 ml)·To this 1, 1-carbonydiimadazole (0.023 mmol) was added at 273 K. The reaction mixture was stirred for 45 minutes. Ammonium acetate (0.046 mmol) and triethyl amine (1 ml) were added, the reaction mixture was stirred at room temperature overnight. The completion of the reaction was monitored by thin layer chromatography. After completion of the reaction, the reaction mixture was diluted with ethylacetate and the organic layer was washed with water followed by brine solution. The organic layer was dried over anhydrous sodium sulfate and concentrated to give the crude product. It was further purified by column chromatography by using Ethyl acetate and petroleum ether (8:2) as eluent.
Colourless prisms were obtained from the solvent system: ethyl acetate / methanol (4:1) at room temperature.
Refinement
The H atoms were positioned with idealized geometry using a riding model with C-H = 0.93-0.97 Å and O-H = 0.82 Å. The H atoms of the NH 2 group were located in a difference map and later refined freely. The isotropic displacement parameters for all H atoms were set to 1.2 times U eq (Carbon) and 1.5 times U eq (Oxygen)..
Computing details
Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT-Plus (Bruker, 2009); data reduction: SAINT-Plus and XPREP (Bruker, 2009); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: Mercury (Macrae et al., 2008) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008 Zig-zag pattern observed in the crystal structure. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-(6-Hydroxy-1-benzofuran-3-yl)acetamide
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) −0.0052 (7) 0.0050 (6) −0.0093 (6) C6 0.0381 (9) 0.0395 (8) 0.0417 (8) 0.0015 (7) 0.0042 (7) −0.0081 (7) C7 0.0499 (10) 0.0505 (9) 0.0353 (8) −0.0090 (8) 0.0103 (7) −0.0037 (7) C8 0.0375 (9) 0.0449 (8) 0.0287 (7) −0.0085 (7) 0.0000 (7) −0.0056 (6) C9 0.0411 (9) 0.0495 (9) 0.0312 (7) −0.0058 (7) −0.0054 (7) 0.0026 (6) C10 0.0296 (8) 0.0377 (7) 0.0320 (7) −0.0027 (6) −0.0021 (6) 0.0070 (6) N1 0.0320 (8) 0.0597 (9) 0.0559 (9) −0.0004 (7) 0.0012 (7) −0.0097 (8) O1 0.0290 (6) 0.0567 (7) 0.0444 (6) −0.0025 (5) −0.0029 (5) −0.0082 (5) O2 0.0476 (7) 0.0508 (7) 0.0434 (6) −0.0008 (6) 0.0187 (5) −0.0079 (5) O3-C1-C2-C3 177.50 (15) O2-C7-C8-C4 −0.22 (19) C6-C1-C2-C3 −0.7 (3) O2-C7-C8-C9 178.51 (14) C1-C2-C3-C4 −0.2 (2) C5-C4-C8-C7 0.25 (17) C2-C3-C4-C5 0.9 (2) C3-C4-C8-C7 179.59 (18) 
